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<! --start Fragment -->RESULT 2 
US-10-760-32 0A-4778 

; Sequence 4778, Application US/10760320A 
; Publication No. US20070020637A1 
; GENERAL INFORMATION: 

; APPLICANT: Research Association for Biotechnology 
; TITLE OF INVENTION: Full length cDNA 
; FILE REFERENCE: BTR-A0201Y1 

; CURRENT APPLICATION NUMBER: US/10/760,320A 

; CURRENT FILING DATE: 2004-01-21 

; PRIOR APPLICATION NUMBER': JP 2003-102206 

; . PRIOR FILING DATE: 2003-01-21 

; PRIOR APPLICATION NUMBER: JP 2003-131392 

; PRIOR FILING DATE: 2003-05-09 

; NUMBER OF SEQ ID NOS : 4 994 

; SOFTWARE: Patentin Ver. 3.1 

; SEQ ID NO 4778 

LENGTH: 852 

TYPE: PRT 

ORGANISM: Homo sapiens 
US-10-760-320A-4778 



Query Match 99.3%; Score 4392; DB 5; Length 852; 

Best Local Similarity 99.3%; Pred. No. 0; 

Matches 84 6; Conservative 3; Mismatches 3; Indels 0; Gaps 0; 



Qy 


1 


MLITERKHFRSGRIAQSMSEANLIDMEAGKLSKSCNITECQDPDLLHNWPDAFTLRGNNA 


60 




1 1 1 1 1 1 1 1 1 Ml 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 h 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 M 1 




Db 


1 


MLITERKHFRSGRIAQSMSEANLIDMEAGKVSKSCNITECQDPDLLHNWPDAFTLRGNNA 


60 


Qy 


61 


SKVANPFWNQLSASNPFLDDITQLRNNRKRNNISILKEDPFLFCREIENGNSFDSSGDEL 


120 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 M 1 1 1 1 I M M M t 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 i 1 1 M 1 1 1 1 M M 1 1 1 1 1 1 1 M 1 1 1 1 




Db 


61 


SKVANPFWNQLSASNPFLDDITQLRNNRKRNNISILKEDPFLFCREIENGNSFDSSGDEL 


120 


Qy 


121 


DVHQLLRQTSSRNSGRSKSVSELLDILDDTAHAHQSIHNSDQILLHDLEWLKNDREAYKM 


180 






IIIIIIIIIIIIIIIIIIMIIIMMIIIIIIIMIIIIIIIIIIIIII lllllllll 




Db 


121 


DVHQLLRQTSSRNSGRSKSVSELLDILDDTAHAHQSIHNSDQILLHDLEWPKNDREAYKM 


180 


Qy 


181 


AWLSQRQLARSCLDLNTISQSPGWAQTQLAEVTIACKVNHQGGSVQLPESDITVHVPQGH 


240 




1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 M 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


181 


AWLSQRQLARSCLDLNTISQSPGWAQTQLAEVTIACKVNHQGGSVQLPESDITVHVPQGH 


240 


Qy 


241 


VAVGE FQEVS LRAFLD P PHMLNHDL S CTVS PLLE IMLGNLNTME ALLLEMK I GAE VRKD P 


300 






IIIIMMIIIIIIIIIIIIIihIMIIIIIIIIIIIIIIIIIIIIIIIilllllllll 




Db 


241 


VAVGEFQEVSLRAFLDPPHMLNHNLSCTVSPLLEIMLGNLNTMEALLLEMKIGAEVRKDP 


300 


Qy 


301 


FSQVMTEMVCLHSLGKEGPFKVLSNCYIYKDTIQVKLIDLSQVMYLWAAQAKALPSPAA 


360 






IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIMIIIIII 




Db 


301 


FSQVMTEMVCLHSLGKEGPFKVLSNCYIYKDTIQVKLIDLSQVMYLWAAQAKALPSPAA 


360 


Qy 


361 


TIWDYIHKTTSIGIYGPKYIHPSFTWLTVCGHNYMPGQLTISDIKKGGKNISPWFQLW 


420 




lllllllllllllllllilllhllllllllllllMIIIIIIIIIIIIIIIIIIIIIII 




Db 


361 


TIWDYIHKTTSIGIYGPKYIHPNFTWLTVCGHNYMPGQLTISDIKKGGKNISPWFQLW 


420 


Qy 


421 


GKQSFLLDKPQDLSISIFSCDPDFEVKTEGERKEIKQKQLEAGEWHQQFLFSLVEHREM 


480 




II llllll MM III II INI III INI lllllllll III III III llllllllll Mil 




Db . 


421 


GKQSFLLDKPQDLSISIFSCDPDFEVKTEGERKEIKQKQLEAGEWHQQFLFSLVEHREM 


480 


Qy 


481 


HLFDFCVQVEPPNGEPVAQFSITTPDPTPNLKRLSNLPGYLQKKEEIKSAPLSPKILVKY 


540 






IIMIIIMIIIIMIIMIIIIIMIMIIIII IIMIMIIIIIIMIIIMIMII' 




Db 


481 


HLFDFCVQVEPPNGEPVAQFSITTPDPTPNLKRLLNLPGYLQKKEEIKSAPLSPKILVKY 


540 


Qy 


. 541 


PTFQDKTLNFSNYGVTLKAVLRQSKIDYFLEYFKGDTIALLGEGKVKAIGQSKVKEWYVG 


600 






IIMMIIIIIIIMIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIirMIIIIIIII 




Db 


541 


PTFQDKTLNFSNYGVTLKAVLRQSKIDYFLEYFKGDTIALLGEGKVKAIGQSKVKEWYVG 


600 
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Qy 


601 


Db 


601 


Qy 


661 


Db 


661 


Qy 


721 


Db 


721 


Qy 


781 


Db 


781 


Qy 


841 


Db 


841 



VLRGKIGLVHCKNVKVISKEQVMFMSDSVFTTRNLLEQIVLPLKKLTYIYSWLTLVSEK 660 

IMIIIIIIIIIIIIMIIMIIIIIIIIIMIIIIIIIIIIIIIMIIMIIIIIIIII 

VLRGKIGLVHCKNVKVISKEQVMFMSDSVFTTRNLLEQIVLPLKKLTYIYSWLTLVSEK 660 
VYDWKVLADVLGYSHLSLEDFDQIQADKESEKVSYVIKKLKEDCHTERNTRKFLYELIVA 720 

I i 1 1 1 1 1 1 1 1 IN 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 

VYDWKVLADVLGYSHLSLEDFDQIQADKESEKVSYVIKKLKEDCHTERNTRKFLYELIVA 720 
LLKMDCQELVARLIQEAAVLTSAVKLGKGWRELAEKLVRLTKQQMEAYEI PHRGNTGDVA 780 

I II II I Ml I Ml MM MM I II II II 1 1 II I III I III I III I III I III MM MM. 

LLKMDCQELVARLIQEAAVLTSAVKLGKGWRELAEKLVRLTKQQMEAYEI PHRGNTGDVA 780 
VEMMWKPAYDFLYTWSAHYGNNYRDVLQDLQSALDRMKNPVTKHWRELTGVLILVNSLEV 84 0 

IIIIMIIIIIIIMIIIIIIII IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIII 

VEMMWKPAYDFLYTWSAHYGNNYTDVLQDLQSALDRMKNPVTKHWRELTGVLILVNSLEV 840 



IMIIIIII 



< ! - - EndFragment - - > 
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<! --start Fragment- ->RESULT 3 
US-.10-760-320A-4471 

; Sequence 4471, Application US/10760320A 
; Publication No. US20070020637A1 
; GENERAL INFORMATION: 

; APPLICANT: Research Association for Biotechnology 
; TITLE OF INVENTION: Full length CDNA 
; FILE REFERENCE: BTR-A0201Y1 

; CURRENT APPLICATION NUMBER: US/lO/760 , 320A 
; CURRENT FILING DATE: 2004-01-21 

PRIOR APPLICATION NUMBER: JP 2003-102206 
; PRIOR FILING DATE: 2003-01-21 

PRIOR APPLICATION NUMBER: JP 2003-131392 
; PRIOR FILING DATE: 2003-05-09 ' 
; NUMBER OF SEQ ID NOS : 4994 
; SOFTWARE: Patentin Ver. 3.1 
; SEQ ID NO 4471 

LENGTH: 3188 ■ 
TYPE: DNA 
; ORGANISM: Homo sapiens 
US-10-760-320A-4471 



Query Match 99.6%; Score 2547.8; DB 14; Length 3188; 

Best Local Similarity 99.7%; Pred. No. 0; ' 

Matches 2552; Conservative 0; Mismatches 7; Indels 0; Gaps 0; 



Qy 


1 


ATGCTAATCACTGAAAGAAAACATTTTCGGTCAGGAAGAATTGCACAAAGTATGTCTGAA 


60 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 M 1 1 1 M 1 1 1 1 M 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


310 


ATGCTAATCACTGAAAGAAAACATTTTCGGTCAGGAAGAATTGCACAAAGTATGTCTGAA 


369 


Qy 


61 


GCAAATTTGATTGACATGGAAGCTGGAAAACTCTCAAAAAGTTGCAATATTACAGAATGC 


120 




1 1 1 1 1 I'l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 1 1 11 lllllllllllllllllllllllllllll 
1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 M 1 1 1 1 1 M 1 M 1 1 1 1 1 1 1 1 1 




Db 


370 


GCAAATTTGATTGACATGGAAGCTGGAAAAGTCTCAAAAAGTTGCAATATTACAGAATGC 


429 


Qy 


121 


CAGGACCCAGACTTGCTTCACAATTGGCCGGATGCTTTCACCCTTCGTGGTAATAATGCT 


180 




1 Mill III INI Ml Mill III III III III III MM II III III MM II MM II 




Db 


430 


CAGGACCCAGACTTGCTTCACAATTGGCCGGATGCTTTCACCCTTCGTGGTAATAATGCT 


489 


Qy 


181 


TCCAAAGTTGCAAATCCATTCTGGAATCAACTGTCTGCTTCTAACCCATTTTTGGATGAC 


240 




IMIIIIMIIMIIIIIIIIIIIMIIIIIIIMIMIMMMMIMIIIIIIIMI 




Db 


490 


TCCAAAGTTGCAAATCCATTCTGGAATCAACTGTCTGCTTCTAACCCATTTTTGGATGAC 


549 


Qy 


241 


ATAACTCAACTAAGAAAT7VACAGGAAGAGAAATAATATTTCCATCTTAAAGGAAGATCCT 


300 




1 M II II II II M II II II II 1 II II III II 1 II II M II II II M II M II M 1 II 1 II 




Db 


550 


ATAACTCAACTAAGAAATAACAGGAAGAGAAATAATATTTCCATCTTAAAGGAAGATCCT 


609 


Qy 


301 


TTTCTTTTCTGTAGAGAAATAGAAAATGGAAATTCTTTTGATTCCTCCGGTGATGAACTT 


360 




IIIIIIMIIIMIIMIMIIMMMIIII' lllllllllllll IIIIIIIIIIIIM 




Db 


610 


TTTCTTTTCTGTAGAGAAATAGAAAATGGAAACTCTTTTGATTCCTCCGGTGATGAACTT 


669 


Qy 


361 


GATGTGCATCAGTTACTTAGGCAGACTTCCTCAAGAAATTCTGGAAGATCTAAAAGTGTT 


420 




IIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


670 


GATGTGCATCAGTTACTTAGGCAGACTTCCTCAAGAAATTCTGGAAGATCTAAAAGTGTT 


729 


Qy 


421 


TCAGAACTTCTGGACATTTTAGACGACACAGCACATGCCCATCAGAGTATACATAACTCT 


480 




IMIIIMIMIIIIII IIIIMMIIMIIIIIMIIIIIIIIIIIIIIMIIIIMII 




Db 


■ 730 


TCAGAACTTCTGGACATTTTAGACGACACAGCACATGCCCATCAGAGTATACATAACTCT 


789 


Qy 


481 


GACCAGATCCTACTACACGAGTTAGAGTGGCTTAAAAATGATCGGGAGGCTTATAAAATG 


540 




IIMIIIIIIIMIIIMIIIMMIIIIII MM MM II MM II MM II MIMI 




Db 


790 


GACCAGATCCTACTACACGACTTAGAGTGGCCTAAAAATGATCGGGAGGCTTATAAAATG 


849 


Qy 


541 


GCTTGGTTAAGTCAACGCCAGCTGGCCCGCTCCTGCCTTGATTTGAATACAATTAGTCAG 


600 




1 1 1 1 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 N M 1 




Db 


850 


GCTTGGTTAAGTCAACGCCAGCTGGCCCGCTCCTGCCTTGATTTGAATACAATTAGTCAG 


909 
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AGCCCTGGATGGGCCCAGACACAACTTGCGGAGGTCACCATAGCTTGCAAAGTAAACCAT 660 

1 1 1 1 1 1 1 1 1 1 1 IN 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 

AGCCCTGGATGGGCCCAGACACAACTTGCGGAGGTCACCATAGCTTGCAAAGTAAACCAT 969 

CAAGGAGGGTCAGTACAATTACCTGAATCAGACATCACTGTTCATGTGCCCCAAGGTCAT 720 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIillll 

CAAGGAGGGTCAGTACAATTACCTGAATCAGACATCACTGTTCATGTGCCCCAAGGTCAT 1029 

GTGGCTGTGGGAGAATTCCAAGAGGTGTCTCTAAGGGCTTTCCTTGATCCGCCACACATG 78 0 

IIIIIIIIIIIIIMIMIIIMIIIIIIIIIIIIIJIIIIIIIMMIIIIIillllM 

GTGGCTGTGGGAGAATTCCAAGAGGTGTCTCTAAGGGCTTTCCTTGATCCGCCACACATG 1089 

CTTAACCATGATCTTTCGTGCACTGTGAGCCCGTTGTTGGAAATCATGTTAGGCAACCTC 84 0 

Illllllll IIIIIIIIIIIIIIIIIMIIIIIIIIIMIMIIIIIIIIIIIIIIIII 

CTTAACCATAATCTTTCGTGCACTGTGAGCCCGTTGTTGGAAATCATGTTAGGC AACCTC 1149 

AATACAATGGAAGCCCTTTTGCTGGAGATGAAAATTGGGGCTGAAGTAAGAAAGGATCCT 900 

IIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

AATACAATGGAAGCCCTTTTGCTGGAGATGAAAATTGGGGCTGAAGTAAGAAAGGATCCT 12 09 

TTCAGCCAAGTCATGACAGAAATGGTGTGTTTACACAGCTTGGGTAAAGAAGGCCCTTTT 960 

IIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

TTCAGCCAAGTCATGACAGAAATGGTGTGTTTACACAGCTTGGGTAAAGAAGGCCCTTTT 1269 

AAAGTTTTAAGCAACTGCTACATTTATAAAGACACCATCCAAGTCAAGCTAATCGACTTG 1020 

IMIIIIIIIMMI IIIIIMIIMIIIIIIIIMIIIMIII IIMIIIMIMIII-I 

AAAGTTTTAAGCAACTGCTACATTTATAAAGACACCATCCAAGTCAAGCTAATCGACTTG 132 9 

AGTCAGGT/UVTGTATCTAGTGGTTGCTGCACAAGCTAAAGCTCTTCCGTCACCAGCTGCC 1080 

MIIIIIMIMIIIIIIIIillllllllMIIIIIIIIIIIIMIIIIIIIIIIIIIM 

AGTCAGGTAATGTATCTAGTGGTTGCTGCACAAGCTAAAGCTCTTCCGTCACCAGCTGCC 1389 

ACCATTTGGGATTATATCCACAAAACCACCTCAATTGGAATTTATGGACCCAAATATATC 1140 

I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II I II 1 1 1 II 

ACCATTTGGGATTATATCCACAAAACCACCTCAATTGGAATTTATGGACCCAAATATATC 144 9 

CATCCCAGTTTTACTGTTGTTTTAACAGTTTGTGGACACAATTATATGCCAGGACAGCTT 12 00 

III Mil llllllllllllllllllllllllllllllllllllll'llllllllllllll 

CATCCCAATTTTACTGTTGTTTTAACAGTTTGTGGACACAATTATATGCCAGGACAGCTT 1509 

ACAATTTCTGATATTAAGAAGGGTGGAAAAAACATATCTCCAGTTGTGTTTCAGCTCTGG 1260 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIillllllllllllllll 

ACAATTTCTGATATTAAGAAGGGTGGAAAAAACATATCTCCAGTTGTGTTTCAGCTCTGG 1569 

GGGAAGCAGTCATTTTTACTTGACAAGCCACAAGATTTAAGTATTTCTATTTTTTCCTGT 1320 

MIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 

GGGAAGCAGTCATTTTTACTTGACAAGCCACAAGATTTAAGTATTTCTATTTTTTCCTGT 1629 

GATCCTGATTTTGAAGTAAAGACAGAAGGAGAAAGGAAAGAAATTAAACAAAAGCAGTTG 1380 

IIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIII 

GATCCTGATTTTGAAGTAAAGACAGAAGGAGAAAGGAAAGAAATTAAACAAAAGCAGTTG 1689 

GAAGC AGGTGAAGTAGTTCATCAACAATTTTTATTTTCTTTAGTTGAGCACAGAGAGATG 144 0 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

GAAGCAGGTGAAGTAGTTCATCAACAATTTTTATTTTCTTTAGTTGAGCACAGAGAGATG 1749 

CACTTGTTTGATTTTTGTGTTCAAGTGGAGCCTCCCAATGGTGAACCAGTTGCACAGTTC 1500 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMMIIIIIIIII 

CACTTGTTTGATTTTTGTGTTCAAGTGGAGCCTCCCAATGGTGAACCAGTTGCACAGTTC 1809 

TCTATCACTACTCCTGATCCAACCCCAAACCTAAAAAGACTCTCGAATCTGCCAGGCTAT 1560 

MMIIIMIIIIIIIIMMIIMMIIIMIIIIIIIIIM IIIIIIIIIIIMIM 

TCTATCACTACTCCTGATCCAACCCCAAACCTAAAAAGACTCTTGAATCTGCCAGGCTAT 1869 



Qy 


601 


Db 


910 


Qy 


661 


Db 


970 


Qy 


721 


Db 


1030 


Qy 


781 


Db 


1090 


Qy 


841 


Db 


1150 


Qy 


901 


Db 


1210 


Qy 


• 961 


Db 


■ 1270 


Qy 


1021 


Db 


1330 


Qy 


1081 


Db 


1390 


Qy 


1141 


Db 


1450 


Qy 


1201 


Db 


1510 


Qy 


1261 


Db 


1570 


Qy 


^ 1321 


Db 


1630 


Qy 


1381 


Db 


1690 


Qy 


1441 


UD 


1750 


Qy 


1501 


Db 


1810 



http://es/ScoreAccessWeb/GetItem.action?AppId=10564823&seqId=09323b67802a2000«&... 8/26/2007 



SCORE Search Results Details for Application 10564823 and Search Result 2007082 1_1. 



Page 3 of 4 



Qy 


1561 


TTGCAGAAGAAGGAGGAAATCAAGTCTGCTCCTTTATCACCAAAAATTCTTGTTAAATAT 


1620 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1870 


TTGCAGAAGAAGGAGGAAATCAAGTCTGCTCCTTTATCACCAAAAATTCTTGTTAAATAT 


1929 


Qy 


1621 


CCTACATTTCAAGATAAAACATTGAACTTTAGCAACTATGGGGTAACCCTGAAGGCAGTG 


1680 




1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 




Db 


1930 


CCTACATTTCAAGATAAAACATTGAACTTTAGCAACTATGGGGTAACCCTGAAGGCAGTG 


1989 


Qy 


1681 


CTAAGACAAAGCAAGATTGATTACTTCCTTGAATATTTCAAAGGGGACACAATAGCTCTC 


1740 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 I I I > I I > I I 




Db 


1990 


CTAAGACAAAGCAAGATTGATTACTTCCTTGAATATTTCAAAGGGGACACAATAGCTCTC 


2049 


Qy 


1741 


CTCGGGGAAGGTAAGGTAAAAGCTATTGGTCAGTCCAAAGTGAAAGAATGGTATGTAGGA 


1800 




III 1 Mini Mill II Mill II INI II MINI Mini Mlllll Mill Mini 




Db 


2050 


CTCGGGGAAGGTAAGGTAAAAGCTATTGGTCAGTCCAAAGTGAAAGAATGGTATGTAGGA 


2109 


Qy 


1801 


GTCCTCAGAGGTAAGATTGGACTTGTACACTGCAAAAATGTCAAGGTGATTTCAAAGGAG 
1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 


1860 


Db 


2110 


1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GTCCTCAGAGGTAAGATTGGACTTGTACACTGCAAAAATGTCAAGGTGATTTCAAAGGAG 


2169 


Qy 


1861 


CAAGTAATGTTTATGTCAGATAGTGTCTTTACAACCAGAAATCTTCTTGAACAGATTGTC 


1920 




1 1 1 M 1 1 1 1 1 1 1 1 M 1 M 1 1 1 1 1 1 i 1 1 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


2170 


CAAGTAATGTTTATGTCAGATAGTGTCTTTACAACCAGAAATCTTCTTGAACAGATTGTC 


*2229 


Qy 


1921 


CTGCCTTTAAAAAAATTGACTTATATCTACTCAGTTGTATTAACCTTGGTGTCAGAAAAA 


1980 




1 II 1 1 1 1 N 1 1 1 M 1 M 1 1 M 1 1 1 1 1 M 1 1 1 1 1 II 1 1 M 1 II 1 1 1 M 1 1 II 1 II 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 i 1 1 1 1 1 1 1 1 




Db 


2230 


CTGCCTTTAAAAAAATTGACTTATATCTACTCAGTTGTATTAACCTTGGTGTCAGAAAAA 

■ 


2289 


Qy 


1981 


GTTTATGATTGGAAAGTTTTAGCTGATGTCCTGGGTTACTCACATCTGTCCCTGGAAGAT 


2040 




II 1 1 1 M 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2290 


GTTTATGATTGGAAAGTTTTAGCTGATGTCCTGGGTTACTCACATCTGTCCCTGGAAGAT 


2349 


Qy 


2041 


TTTGATCAAATTCAAGCAGACAAAGAATCAGAGAAAGTTTCTTATGTTATAAAGAAGTTA 


2100 




1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2350 


TTTGATCAAATTCAAGCAGACAAAGAATCAGAGAAAGTTTCTTATGTTATAAAGAAGTTA 


2409 


Qy 


2101 


AAGGAAGATTGCCACACAGAGAGAAATACAAGGAAGTTTCTGTATGAACTTATTGTGGCT 


2160 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I 1 I 1 1 I 1 1 I 1 1 




Db 


2410 


AAGGAAGATTGCCACACAGAGAGAAATACAAGGAAGTTTCTGTATGAACTTATTGTGGCT 


2469 


Qy 


2161 


CTTCTGAAAATGGATTGCCAAGAGTTAGTCGCACGTCTCATCCAAGAAGCTGCTGTTCTG 


2220 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 1 




Db 


2470 


CTTCTGAAAATGGATTGCCAAGAGTTAGTCGCACGTCTCATCCAAGAAGCTGCTGTTCTG 


2529 


Qy 


2221 


ACTTCAGCTGTCAAGCTTGGAAAAGGCTGGAGGGAACTAGCTGAAAAGTTAGTACGACTC 


2280 




M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2530 


ACTTCAGCTGTCAAGCTTGGAAAAGGCTGGAGGGAACTAGCTGAAAAGTTAGTACGACTC 


2589 


Qy 


2281 


ACAAAGCAACAAATGGAGGCATATGAAATTCCTCATCGAGGAAACACTGGAGATGTTGCT 


2340 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II II 1 1 1 1 1 II II M II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2590 


ACAAAGCAACAAATGGAGGCATATGAAATTCCTCATCGAGGAAACACTGGAGATGTTGCT 


2649 


Qy 


2341 


GTTGAGATGATGTGGAAACCTGCCTATGATTTTCTGTATACCTGGAGTGCTCACTATGGA 


2400 




1 1 1 1 1 II II 1 1 1 M II II 1 1 1 1 1 M 1 M 1 M 1 1 1 1 1 1 1 1 1 M 1 II M 1 II 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 




Db 


2650 


GTTGAGATGATGTGGAAACCTGCCTATGATTTTCTGTATACCTGGAGTGCTCACTATGGA 


2709 


Qy 


2401 


AATAACTACAGAGATGTGTTACAAGACCTTCAGTCAGCTTTGGACAGAATGAAAAACCCT 


2460 




M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 11 1 1 M 1 M 1 1 M 1 M 1 1 M 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 t 1 




Db 


2710 


AATAACTACACAGATGTGTTACAAGACCTTCAGTCAGCTTTGGACAGAATGAAAAACCCT 


2769 


Qy 


2461 


GTGACTAAACACTGGAGAGAATTAACTGGAGTTTTAATACTAGTAAATTCTTTGGAGGTT 


2520 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


2770. 


GTGACTAAACACTGGAGAGAATTAACTGGAGTTTTAATACTAGTAAATTCTTTGGAGGTT 


2829 


Qy 


2521 


TTGAGAGTAACTGCATTCTCCACTTCTGAGGAAGTATAG 2559 
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lllllllllllllllllllllllllllllllllllllll 

Db 2830 TTGAGAGTAACTGCATTCTCCACTTCTGAGGAAGTATAG 2868 

< ! - - EndFr agment - - > 
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